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Tutorial 

              MaizeGDB.org
Iowa State University,  Sept 30, 2008

Lisa Harper, ligule@nature.berkeley

MaizeGDB Team Memebers: Carolyn Lawrence, PI (ISU), Darwin Campbell (ISU), Taner Sen (ISU), Carson Andorf (ISU), Mary Schaffer (MO)

Find us all from MaizeGDB!

A.  Introduction- What Date is available at MaizeGDB

B.  General Features- From the Homepage:


1.  Data in the left green box and along the top.



These are the places where you can search for data in the database


2.  What' s New in the right green box


3.  Sequencing Update in the middle


4.  Hot Papers from the Maize Ed Board in the middle


5.  FEEDBACK FORM on every page- use this frequently!


6.  The Bin browser in the left green box

C.  Searching the database: Simple, and advanced

1.  Simple searches from the green box on every page- EXAMPLEs: genes, phenotypes, names.


2.  Advanced searches (in the large pale green boxes) are actually very easy.



EXAMPLES: Loci, phenotypes


3.  Searching static web pages is a different issue.

D.  Add Data yourself- login!


1.  Request an account from the homepage.


2.  Make notes on any page when you are logged in.


3.  Get an account to use the Curation Tools to add data.


4.  All community addition are reviewed by MaizeGDB curators.

D.  General Case study: Walk to a gene-ppt (map based cloning- basically aligning genetic and physical maps).

E.  Specific Case study:  Find SSR markers next to mac1


1.  Find mac1 on a map, either through the mac1 locus page, or from a map search



-When using a map search- which map is "best?"


2.  Find SSRs in brown nearby

E.  General Case Study: Finding QTLS


1.  QTL loci are all on the bin maps

F.  General case Study:  Finding a cytological position from a genetic position.

